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W. Duncan Wadsworth1, Raffaele Argiento2, Michele Guindani3, Jessica Galloway-Pena4, Samuel A. Shelburne5
and Marina Vannucci1*Erratum
After publication of the original article [1] it was brought
to our attention that author Samuel A. Shelburne was
incorrectly included as Samuel A. Shelbourne. The correct
spelling of the name is included in the author list of this
erratum and has been updated in the original article.
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